Relative Increase (compared to all available SNPs)
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Density

Estimated

Estimated

0.8 1.2

0.4

0.0

1.0

06 038

0.2 04

0.0

08 1.0

0.6

0.4

0.2

0.0

Distribution of the Allele Frequency in the Gene Pool
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Distribution of distances between successive SNPs
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